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Abstract 
 
CTA are locate in a group of tumor-associated proteins. In normal conditions their expression is limited to em-

bryonic tissues and reproductive tissues of adults. In other tissues CTA are not exist. Interestingly, that the aberrant 
CTA overexpression is Observed during malignant transformation. In this work we investigated the mRNA of 20 CTA 
genes overexpression in biopsy and peripheral blood of 49 patients. Among them a MAGE-A1, MAGE-A2 MAGE-A3 
MAGE-A4, MAGE-A5, MAGE-A6 mRNAs were detected in same time by using originally primers, that specifically 
recognize MAGEA-conservative sequences. Similar system of primers was constructed for GAGE1-8 verification. Fur-
thermore, the expression of SSX1, SSX2, SSX4, XAGE1, NY-ESO1 and MAGEC1 was identified. It is found that the 
detection of mRNA CTA-coding genes can be used as a monitoring test.  

The presence of mRNA MAGE-C1 and XAGE1 genes in the blood of patients with colorectal cancer could be a 
potential marker of a more favorable course of the disease. In other hand, the existence of mRNA MAGE-A1-6, GAGE 
1-8 and SSX1,2,4 genes may indicate a poor prognosis. 
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NY1-2F1 5’-AGAGCCGCCTGCTTGAGTTC-3’ 
NY2-3R1 5’-TCTGCAGCAGTCAGTCGGAT-3’ 
NY1-2F2 5’-CCTGCTTGAGTTCTACCTCG-3’ 
NY2-3R2 5’-GCAGTCAGTCGGATAGTCAG-3’ 

GF1 5’-ATTGGGCCTATGCGGCCCGA-3’ 
PF1 5’-CGTAGACCAATGATCTATGT-3’ 

GPR1 5’-TCCAACAYAGGAGCAGCCTG-3’ (Y = T  C) 
GPF2 5’-AGCATCTGCAGSTCAAGGGC-3’ (S = G  C) 
GPR2 5’-GCAATCACAGYSGTTAAAAGA-3’ 

SSX1-2F1 5’-GAGAAGATCCAAAAGGCCTT-3’ 
SSX4-5R1 5’- TTCTTGGGCATGATCTTCGG-3’ 
SSX2-3F2 5’-AGGCCATGACTAAACTAGGT-3’ 
SSX3-4R2 5’-TCTGAGGACGTTCAACCTGA-3’ 

XF1 5’-CTACTGAGACACGGCGGACA-3’ 
XR1 5’-TTGTTTCAGCTTGTCTTCAT-3’ 
XF2 5’-ATACAGCTGAGATCCCAGTG-3’ 
XR2 5’- TTGTGGTTGCTCTTCACCTG-3’ 
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CTR2 5’-GCATATCCTTGTCCCCCATG-3 

MMRP1 5’-CTGAAGGAGAAGATCTGCC-3’ 
Mage-R1 5’- ACACTCAGCTCCTCCCAGA-3’ 

age-F 5’- AGAAGATCTGCCWGTGGGTC-3’ W = A  T 
Mage-R2 5’- GTGCTTGGCCCCTCCTCTTC-3’ 
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GAGE1-9 18% (18) 29% (28) 31% (30) 
MAGEA1-6 33% (32) 55% (54) 35% (34) 
MAGE-C1 25% (24) 10% (10) 21% (20) 

XAGE1 29% (28) 33% (32) 29% (28) 
SSX1,2,4 22% (22) 59% (58) 35% (34) 
NY-ESO-I 14% (14) 33% (32) 12% (12) 

  -
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1  41% (40) 14% (14) 33% (32) 
2-4  39% (38) 61% (60) 50% (48) 
6-7  0 10% (10) 7% (6) 
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